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JKI`a�bUVW"Chenal et al., 1996$cOP�T[JKIPC-Rare

��T[JKdeCLOctamer Frequency Disparity "O.F.D�fghij�
k��blm�JK$MJKIThe method used by PC-Rare is called the 
"Octamer Frequency Disparity" "O.F.D$ Method. Please when using 
primers with rare octamer at their 3' end, use as citation "Griffais et al.,
1991$. 
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• Sequence to test�CDE���JKL�MN�Replace the entry 
under "Name" with the name of your oligonucleotide. The sequence to 
be tested appears within the frame. As example the sequence is 
ATGGCC....GAACA. Replace this sequence with the one you wish to 
test. This line accepts only letters a, c, g, and t wish you type on the 
computer keyboard. The editing area is standard. 

• OK�used to display your frequency curve. A same sequence gives a 
different curve for each database "DNA context$. 

• Exit�OP, !. 
• Print�>?QR�ST�C3UVW&JKL>?X�0Y: I

printer setup�
�sequence�� 

TBbv/0�G��½ßÜÝÞI
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Each time you use PC-Rare, remember to adjust your printer. PC-Rare prints 
documents in A4 format "210 by 297 mm$ in the portrait orientation. 
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1e-545)fgh. 10000vfgh3NbvIb6N 48"65536$v���
fgh��6.bv7����3�bvfgh��8ijB 1/65536�{÷
4 1,53e-5Iij�9:;3½þI
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?:Tv����.23@µI"Abµ Start position = 1B Last position = 
45$I 
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• Start position�4(°Õíî���I�

• Stop position�ghíî���I�

• Minimal target size��ijk�`lm"0nþ�Tv�l���4
�)
��DE$I�2A½ol�4.wp�iqEn5r�.�

sI�24
� 20bp�DE�?:)mË A value of 100 will yield 140 
bp amplification product if you use 20 bp primers. This is the lower limit 
for analysis on agarose gel. 

• Maximal target size��ijk�`�m"0���4�)
��D
E$Iot�A½5r�duv��iITv>+�`�mË. 300X
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• GC stretch��iA½|}�~À G{ C�`�+AI���±�� G
{ C��f�iq�I)>+�`�mC 7I�24.)mn�NÌk
A½"�C5r�� GC]^�����$�Qi¸ 8{ 9I

• Default values���ôv>+���mIXØB�
o Start position = 
o Stop position = End of sequence 
o Minimal target size = 100 
o Maximal target size = 300 
o GC stretch = 7 

• Ligase reaction�corresponds with Minimal target size = 0 and 
Maximal target size = 0. 

• Exit�è�Ã)����íîn
• Research�°Õíî
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• The end search position��X���:��

ä�DE�����. Forward primerq Reverse primerÞ3I
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• The vertical scrollbarBÌkA½�`bvabI
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• Bank��%äÈ12��m�+,-
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W
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o 3' Position����DE 3’ dI�I
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